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Abstract:  Analytical ultracentrifugation has been utilized to capture the motion of
macromolecules in centrifugation field, and is widely applied in assessing protein properties in
solution, especially sedimentation coefficient, stokes radius, molecular weight, and hydrodynamic
and thermodynamic parameters, including binding affinity. Utilizing sedimentation equilibrium
and sedimentation velocity as the major experimental methods, different detectors record the
radial concentration distribution of bio-macromolecules in the sample cell, and then determine the

sedimentation properties. This paper introduces the application of analytical ultracentrifugation in



the study of protein properties from three aspects: identification of soluble protein properties,
analysis of membrane protein properties and analysis of protein self-association.
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MW MW Sedimentation Frictional

Stokes Radius a/b a/b
Protein Theoretical AUC coefficient ratio
(nm) (oblate) (prolate)
(kDa) (kDa) (S) (f/£0)
SnRK2.6 41.22 439 2.83 1.58 3.69 8.42 7.60
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37.88 37.0 2.90 1.38 3.04 5.02 4.68
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