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Application of Mass Cytometry in Biological Analysis

LIU Rui, WEI Yanxue, HUANG Zili, LV Yi
(College of Chemistry, Sichuan University, Chengdu 610065)
Abstract: Mass cytometry, also called cytometry by time-of-flight (CyTOF), is an emerging
powerful proteomic analysis technique. Mass cytometry uses stable metal tags as cell stains and
performs high-throughput and high-resolution analysis of labeled cell proteins via an inductively
coupled plasma time-of-flight mass spectrometer, eliminating cross-color interference in flow
cytometry and enabling direct analysis of blood samples. This paper focuses on the principle and
biological applications of mass cytometry.
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